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University of California, Irvine Post doc 2008 Cancer

A. Personal Statement
| am a postdoctoral fellow at the University of California at Irvine. During my
post-doctoral training, | was the lead investigator responsible for the experimental
design, analysis and preparation of two completed projects relating to ERBB2 breast
cancer; 1) ChlIP-Chip analysis of mechanism of action of HER2 in breast cancer
(manuscript in progress) 2) Identification of the new targets of HER2 signaling in breast
cancer.

Additionally, I have participated in a project conducted by other members of our laboratory
in an attempt to identify new diagnostic and prognostic biomarkers of prostate cancer. This study
identified a set of diagnostic genes that are differentially expressed in stroma near a prostate
tumor when compared to normal prostate stroma. For my efforts during my fellowship, I have
been rewarded with the following: 1) Obtained a two year postdoctoral fellowship (3/2009-
3/2011) NCI training grant 2) Received a competitive award from the NIH Loan Repayment
Program 3) Chao Family Comprehensive Cancer Center, UC Irvine Seed Grant, April 2012.

B. Research and Professional Experience
2008-present: Post-doctoral scholar, University of California, Irvine (UCI)
2003-2008: Sr. research specialist, University of Missouri, Columbia
2000-2003: Research specialist, University of Missouri, Columbia
1997-1998: Analytical Chemist, ConAgra, Columbia, Missouri
1992-1997: Research Assistant, University of Missouri, Columbia
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D. Research Support

Ongoing

UO1 CA152738-01 (Mercola/Lee — PI) 7/1/10 — 6/30/15
NIH/NCI Early Detection Research Network (EDRN) , NCI - $4.5 million

Role: Post doctoral scholar

“Evaluation of Predictive Signatures of Prostate Cancer”

A multi-disciplinary, multi-institutional consortium assembled to develop a predictive signature
of prostate cancer and to validate the signature in a prospective trial.

“The Prostate Cancer Tumor Microenvironment Exhibits Differentially Expressed Genes
Useful for Diagnosis”

The goal of this project is to develop a tissue resource and apply the tissue resource to a
prospective clinical trial of the UCI SPECS Diagnostic Classifier for the diagnosis of prostate
cancer using patient fresh frozen biopsy material for suspected prostate cancer cases where the
initial biopsy used in the prospective study is ambiguous and a second biopsy is scheduled. The
study will be evaluated by comparison of the prediction made for the first biopsy to the clinical
results observed for the second biopsy. Early detection will be evaluated by comparison of the
time of the first biopsy to the average time of second biopsies, usually 3 — 12 months. The
functional role of the genes of the Diagnostic Classifier will be investigated by testing the
hypothesis that paracrine factors of the tumor alter gene expression of tumor-adjacent but not
distant stroma via the wnt and TGFberta1 regulated pathways.

DOD CDMRP PC120465 ( Mercola- PI) 04/01/13- 03/30/16
Validation of Biomarkers of the Tumor Microenvironment

Role: Post doctoral scholar

This is a translation project the migrate previous identified RNA biomarkers for the diagnosis of
prostate cancer using stroma tissue to a PCR-based assay using the stroma clinical biopsies in
order to make a clinical applicable test for the diagnosis of prostate cancer for ambiguous cases.






